In the title hydroxyurea derivative, C 15 H 14 F 2 N 2 O 2 , the dihedral angle between the two benzene rings is 48.64 (19) . The urea group forms dihedral angles of 48.1 (2) and 79.2 (2) with the two benzene rings. In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁO hydrogen bonds occur, and further N-HÁ Á ÁO links lead to chains of molecules.
Related literature
For geneal background, see: Krakoff et al. (1968) ; Young et al. (1967) and Yu et al. (1974) . For related structures, see: Howard et al. (1967) ; Thiessen et al. (1978) ; Armagan et al. (1976) ; Berman & Kim (1967) ; Larsen et al. (1966) ; Nielsen et al. (1993) . Mo K radiation = 0.11 mm À1 T = 296 (2) K 0.34 Â 0.13 Â 0.07 mm
Data collection
Bruker APEXII area-detector diffractometer Absorption correction: none 8214 measured reflections 2416 independent reflections 1042 reflections with I > 2(I) R int = 0.051 Refinement R[F 2 > 2(F 2 )] = 0.080 wR(F 2 ) = 0.260 S = 1.02 2416 reflections 166 parameters H-atom parameters constrained Á max = 0.39 e Å À3 Á min = À0.37 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997); software used to prepare material for publication: publCIF (Westrip, 2009 ). This work has been supported by Grand Science and Technology Special Project of Jiangxi Province, China (20041 A0300201). The authors also thank Jinggangshan University for assistance with the data collection and refinement. 
Comment
The anticancer drug hydroxyurea, which has been used in cancer chemotherapy for many years, has shown to impair DNA synthesis by inhibiting the enzyme ribonucleotide reductase (RNR) (Krakoff et al., 1968) . Many hydroxyurea derivates has been designed and synthesized, which inhibit RNR by the same mechanism. We designed and synthesized N'-unsubstituted N-hydroxyure derivative, 1-(2-fluorobenzyl)-1-(2-fluorobenzyloxy)urea. Then we used the compound to make the antitumor activity test in vitro for lymphoid leukemia L1210 through the classic MTT assay. Results show that it has higher inhibition ratios than N-hydroxyurea. This seems to be not much in good agreement with the early structure-activity studies of Young et al. (1967) and Yu et al. (1974) . As a serial study of such a complex, the title compound was synthesized and its crystal structure is reported here.
The conformations of the N-H and C=O bonds in the structure of 1-(2-fluorobenzyl)-1-(2-fluorobenzyloxy)urea ( Fig. 1) are anti to each other, similar to that observed in N-hydroxyurea (Howard et al., 1967; Thiessen et al., 1978; Armagan et al., 1976; Berman & Kim, 1967; Larsen et al., 1966) , 1-hydroxy-1-methylurea (Nielsen et al., 1993) , 1-hydroxy-3-methylurea (Nielsen et al., 1993) and other hydroxyurea derivates. The bond parameters in N-(phenylmethoxy)-urea are similar to those in above hydroxyurea derivates, but the length of the carbonyl bond (C=O) is obviously shorter (< 1.25 Å). This may be related with the hydroxy group's etherification. The urea N-(C=O) -N group forms a dihedral angle of 48.1 (2) and 79.2 (2)° with the two benzene rings respectively. Intermolecular N-H···O hydrogen bonding presents in the crystal structure (Table 1) .
Experimental
The title compound was prepared by the reaction of 1-(2-fluorobenzyloxy)urea (1.3 mmol) and 1-(chloromethyl)-2fluorobenzene (1.3 mmol) in methanol (10 ml) in the presence of potassium hydroxide (1.7 mmol). After refluxing for 14 h, the mixture was distilled in the reduced pressure at 308 K. The resulting crude solid was filtered and washed by trichloromethane repeatedly, then recrystallized in acetone and trichloromethane mixture (5:2), filtered. Colorless needle-shaped single crystals used for X-ray structure determination were recrystallized from the mixed solvent acetone and N-hexane (3:13) at room temperature for one week.
Refinement H atoms were placed in calculated positions with C-H = 0.93 (aromatic), 0.97 Å (methylene) and N-H = 0.86 Å, and were refined in riding mode. The U iso (H) values were set at 1.2U eq (C,N). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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